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OM nucleic - nucleic search, using sw model 

Run on: January 23, 2005, 02:00:09 ; Search time 1885 Seconds 

(without alignments) 
9257^.241 Million cell updates/sec 

Title: US-09-903-3 93A-1 

Perfect score: 369 

1 gcgcgtcctgtatccaatct aaaaaaaaaaaaaaagatac 369 



Sequence : 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1 . 0 



Searched: 



4526729 seqs, 23644849745 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



9053458 



Database : GenEmbl : * 

1 : gb_ba : * 

2 : gb_htg : * 

3 : gb_in : * 

4 : gb_om : * 

5 : gb_OV : * 

6 : gb_pat : * 

7 : gb_ph : * 

8 : gb_pl : * 

9 : gb_pr : * 
1 0 : gb_ro : * 

11: gb_StS:* 

12: gb_sy:* 
13: gb_un:* 
14: gb_vi:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being, printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 
AX395272 

LOCUS AX395272 369 bp DNA linear PAT 18-MAY-2002 

DEFINITION Sequence 9 from Patent WO0203787. 

ACCESSION AX3 952 72 

VERSION AX395272.1 GI:21066296 
KEYWORDS 

SOURCE Mus mus cuius (house mouse) 

ORGANISM Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 



